1 [1]4]6]0]3] 2
3 4
5 [118/2/0l1/0]3]s
6 genetic network
7.
9101118120210/ 8f o
8. ( )
9. 600 800 )
1 2
3 Wanner 4
IPTG 5 ORF Gateway Gateway entry|
6 7
8
6
(bar code) GFP
single cell level in vivo
bar code
2
(74 1)
10.
@ @ (©)]
*) (5)GFP )
™ ® ( )




11. (

18

. Large-scale identification of protein-protein interaction of
M. Arifuzzaman L .
Escherichia coli K-12
Genome Res. 16 2,0,0,6 686-691
Construction of Escherichia coli K-12 in-frame, single-gene
T. Baba X .
knockout mutants: the Keio collection
1 1 1
Mol Syst Biol. 2 2 : 0 : 0 : 6 2006.0008
T Inoue Genome-Wide Screening of Genes Required for Swarming
’ Motility in Escherichia coli K-12
J Bacteriol. 189 2,0,0,6 950-957
Experimental and computational assessment of conditionallyj
A.R. Joyce . . .
essential genes in E. coli
1 1 1
J Bacteriol. 188 2 : 0 : 0 : 6 8259-71
Complete set of ORF clones of Escherichia coli ASKA library (A
M. Kitagawa Complete Set of E. coli K-12 ORF Archive): Unique Resources for|
Biological Research
1 1 1
DNA Res. 12 2 : 0 : 0 : 6 291-299
Genome-wide analysis of substrate specificities of the Escherichial
E. Kuznetsova . . . .
coli haloacid dehalogenase-like phosphatase family
J Biol Chem 281 2,0,0,6| 36149-36161
1 1 1
1 I 1
1 1 1
1 1 1
12.




W ow ]
T. Ogawa Role of phosphoenolpyruvate in the NADP-isocitrate
’ dehydrogenase and isocitrate lyase reaction in Escherichia coli
[] [] []
J Bacteriol. 189 2'0'0's6 1176-1178
M. Riley Escherichia coli K-12: a cooperatively developed annotation

snapshot--2005

R R 1 1
Nucleic Acids Res 34 210106 1-9
1 1 1
N. Saito Metabolomics approach for enzyme discovery
1 1 1
J Proteome Res. 5 2'0'0'6 1979-1987

12.




