
第 4 部　研究科等の沿革



第１章　情報科学研究科
　〔2001 年 10 月～ 2011 年 3 月〕
　　　 〈情報処理学専攻〉
　　　 〈情報システム学専攻〉
　　　 〈情報生命科学専攻〉（2002年4月～）

　　　 〈教育連携講座〉
　〔2011 年 4 月～〕
　　　 〈情報科学専攻〉
　　　　 〈コンピュータ科学領域〉
　　　　 〈メディア情報学領域〉
　　　　 〈システム情報学領域〉
　　　　 〈教育連携研究室〉
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1

EUROSPEECH2001 (Sep. 2001), “Evaluation of 
Cross-language Voice Conversion Based on GMM 
And STRAIGH”, Mikiko Mashimo, Tomoki Toda, 
Kiyohiro Shikano, Nick Campbell. 

Proceedings of JST/CREST International 
Workshop on Expressive Speech Processing (2003), 
“Conversational Speech Synthesis Using A Natural 
Speech Database”, Yosuke Tsuda, Hideki Kashioka, 
Nick Campbell. 
IEICE Trans Information and Systems (Feb 2006) 
“Non-Audible Murmur (NAM) Recognition”, 
Yoshitaka Nakajima, Hideki Kashioka, Nick 
Campbell, Kiyohiro Shikano 
Proceedings of 15th International Congress of 
Phonetic Sciences (Aug. 2003), “Target Cost of F0 
Based on Polynomial Regression in Concatenative 
Speech Synthesis”, Kei Fujii, Hideki Kashioka, 
Nick Campbell. 
Proceedings of INTERSPEECH (Sep. 2005), “No 
Laughing Matter”, Nick Campbell, Hideki 
Kashioka, Ryo Ohara. 

 “
”

, ,Nick Campbell  
Hiroki Tanaka, Hideki Kashioka, Nick Campbell, 
“Analysis of Laughter for Autistic Children”, 
COST 2102 Final Meeting, 2011.2. 
Proceedings of 17th International Congress of 
Phonetic Sciences (Aug. 2011), “Acoustic Features 
of Four Types of Laughter in Natural 
Conversational Speech”, Hiroki Tanaka, Nick 
Campbell.
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“Guilty or Not Guilty: Using Clone Metrics to Determine 
Open Source Licensing Violations” IEEE Software
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Shoko Kuroda, et.al., “Development of an Interference 
Canceller in Satellite Communications using a 
Multi-level Modulation with Superposed Transmission,” 
IEICE Trans. Commu.Vol.E92-B, No.11, 
pp.3354-3364,Nov.2009,  
Khoirul Anwar, Masato Saito, Takao Hara, and Minoru 
Okada, “Large Code Set for Double User Capacity and 
Low PAPR Level in Multicarrier Systems,” IEICE 
Transactions on Fundamentals of Electronics, 
Communications and Computer Sciences, vol.E91-A, 
no.8, pp2183-2194, Aug. 2008 
Hitoshi Takai, Hideki Nakahara, Minoru Okada, and 
Heiichi Yamamoto, “Seamless Radio Area Formation by 
Distributed Antennas Using PSK-VP Scheme for 
Communication With High-Speed Objects,” IEEE 
Transactions on Vehicular Technology, vol.57, no.4, 
pp2305-2318, Jul. 2008 
M. Okada, H. Takayanagi, and H. Yamamoto, Array 
antenna assisted Doppler spread compensator for 
OFDM,  European Transactions on Telecommunications, 
vol.Vol. 13, no.No. 5, pp507-512, Oct. 2002 
L. Giangaspero, L. Agarossi, G. Paltenghi, S. Okamura, 
M. Okada, and S.Komaki, “Co-channel interference 
cancellation based on MIMO OFDM systems,” IEEE 
Wireless Communications, vol.Vol. 9, no.No. 6, pp8-17, 
Dec. 2002 
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(1) M. Nakao, and K. Minato: Physics-based Interactive 
Volume Manipulation for Sharing Surgical Process, IEEE 
Trans. on Information Technology in Biomedicine, Vol.14, 
No.3, pp.809-816,  2010. 
(2) M. Matsumoto, T. Sugiura, and K. Minato: 
Illumimation by Near-Critical-Angle Incidence for 
Imaging Fluorescence Correlation Spectroscopy with 
Electron- Multiplying Charge- Coupled Device Camera, 
Jpn.J.Appl.Phys.   Vol.49, 060208, 2010. 
(3) M. Suga, T. Matsuda, K. Minato, O. Oshiro, K. 
Chihara, J. Okamoto, O. Takizawa, M. Komori and 
T.Takahashi: Measurement of in vivo Local Shear 
Modulus Using MR Elastography Multiple-Phase 
Patchwork Offsets, IEEE Trans. on Biomedical 
Engineering, Vol.50, No.7, pp.908-915, 2003. 
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1. Inagaki N, Toriyama M, Sakumura Y. Dev. 
Neurobiol., 71(6), 584-593, 2011. 

2. Toriyama M, *Sakumura Y, Shimada T, Ishii S, 
*Inagaki N. Molecular Systems Biology, 6:394, 
2010.  

3. Hayashi S, Shimoda T, Nakajima M, Tsukada 
Y, Sakumura Y, Dale JK, Maroto M, Kohno K, 
Matsui T, Bessho Y. PLoS One. 4(5):e5603, 
2009.

4. Tsukada Y, Aoki K, Nakamura T, Sakumura Y, 
Matsuda M, Ishii S. PLoS Comput. Biol., 4(11): 
e1000223, 2008. 

5. Honda N, Sakumura Y, Ishii S. J. Theor. Biol., 255, 
259-266, 2008. 

6. Toriyama M, Shimada T, Kim KB, Mitsuba M, 
Nomura E, Katsuta K, Sakumura Y, Roepstorff P, 
Inagaki N. J. Cell Biol. 175(1), 147-157, 2006. 

7. Igarashi Y, Sakumura Y, and Ishii S. Neural
Networks, 19, 1137-1152, 2006. 

8. Sakumura Y. and Ishii S. Neural Networks, 19, 
469-476, 2006. 
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Chumsakul O, et al. (2011) Genome-wide binding 
profiles of the Bacillus subtilis transition state regulator 
AbrB and its homolog Abh reveals their interactive role 
in transcriptional regulation. Nucleic Acids Res 
39:414-428 

Ishikawa S, et al. (2010) RNA polymerase trafficking in 
Bacillus subtilis cells. J Bacteriol 192:5778-5787 

Wu LJ, et al. (2009) Noc protein binds to specific DNA 
sequences to coordinate cell division with chromosome 
segregation. EMBO J 28:1940-1952 

Morimoto T, et al. (2008) Enhanced Recombinant Protein 
Productivity by Genome Reduction in Bacillus subtilis.
DNA Res 15:73-81 

Ishikawa S, et al. (2007) Distribution of Stable 
DnaA-Binding Sites on the Bacillus subtilis Genome 
Detected using a Modified ChIP-chip Method. DNA 
Res 14:155-168 

Oshima T, et al. (2006) Escherichia coli histone-like 
protein H-NS preferentially binds to horizontally 
acquired DNA in association with RNA polymerase. 
DNA Res 13:141-153 

Ishikawa S, et al. (2006) A new FtsZ-interacting protein, 
YlmF, complements the activity of FtsA during 
progression of cell division in Bacillus subtilis. Mol 
Microbiol 60:1364-1380 

Ohki R, et al. (2003) The BceRS two-component 
regulatory system induces expression of the bacitracin 
transporter, BceAB, in Bacillus subtilis. Mol Microbiol 
49:1135-1144 

Kobayashi K, et al. (2003) Essential Bacillus subtilis
genes. Proc Natl Acad Sci USA 100:4678-4683 

Soppa J, et al. (2002) Discovery of two novel families of 
proteins that are proposed to interact with prokaryotic 
SMC proteins, and characterization of the Bacillus 
subtilis family members ScpA and ScpB. Mol 
Microbiol 45:59-71 

Yoshida K, et al. (2001) Combined transcriptome and 
proteome analysis as a powerful approach to study 
genes under glucose repression in Bacillus subtilis.
Nucleic Acids Res 29:683-692 
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Takahashi, H., Morioka, R., Ito, R. Oshima, T., 
Md.Altaf-Ul-Amin, Ogasawara,N., Kanaya, S., Dynamics 
of Time-Lagged Gene-to-Metabolite Networks of 
Escherichia coli Elucidated by Integrative Omics Approach, 
OMICS J. Int. Biol.,15, 15-23, (2011) 

Nakamura, K., Oshima, T., Morimoto, T., Ikeda, S., 
Yoshikawa, H., Shiwa, Y., Ishikawa, S., Linak, M., Hirai, 
A.,Takahashi, H., Md. Altaf-Ul-Amin, Ogasawara, N., 
Kanaya S., Sequence specific error profile of Illumina 
sequencers, NAR, 1-13 (2001) doi:10.1093/nar/gkr344 

Takahashi, H., Kawazoe, M., Wada, M., Hirai, A., Nakamura, 
K., Md. Altaf-Ul-Amin, Sawada, Y., Hirai, M.Y. and 
Shigehiko Kanaya. S., KNApSAcK gene classification 
system for Arabidopsis thaliana: Comparative genomic 
analysis of unicellular to seed plants  Plant Biotechnol, 26,
509-516 (2009)

1 -

(http://kanaya.naist.jp/KNApSAcK_Family/) 
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Kawabata, T., Go, N.    Detection of pockets on 
protein surfaces using small and large probe spheres to 
find putative ligand binding sites. Proteins, 68,516-529, 
2007 .

Kawabata, T.    Multiple subunit fitting into a 
low-resolution density map of a macromolecular 
complex using Gaussian mixture model. Biophysical 
Journal, 95,4643-4658, 2008 .

Fukuhara, N., Kawabata, T. HOMCOS: A server to 
predict interacting protein pairs and interacting sites by 
homology modeling of complex structures". Nucleic
Acids Research, 36, Web server issue, W185-W189, 
2008 .

Kawabata, T.  Detection of multi-scale pockets on 
protein surfaces using mathematical morphology. 
Proteins, 78, 1195-1211, 2010 .
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Simulated Annealing (SA)

SA
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Shibata K, Watanabe T, Sasaki Y, Kawato M: Perceptual 
learning incepted by decoded fMRI neurofeedback 
without stimulus presentation, Science, 334(6061), 1413- 
1415 2011

Fujiwara, Y., Yamashita, O., Kawawaki, D., Doya, K., 
Kawato, M., Toyama, K., Sato, M., A hierarchical 
Bayesian method to resolve an inverse problem of MEG 
contaminated with eye movement artifacts . NeuroImage, 
45(2), 393-409  (2009)   

Nambu, I., Osu, R., Sato, M., Ando, S., Kawato, M., 
Naito, E., Single-trial reconstruction of finger-pinch 
forces from human motor-cortical activation measured by 
near-infrared spectroscopy (NIRS). NeuroImage, 47(2) 
628-637 (2009)  

Higuchi S, Imamizu H, Kawato M: Cerebellar activity 
evoked by common tool-use execution and imagery 
tasks: an fMRI study. Cortex, 3, 350-358 (2007) . 

Doi, T., Kuroda, S., Michikawa, T., Kawato, M., Inositol 
1,4,5-trisphosphate-dependent Ca2+ threshold dynamics 
detect spike timing in cerebellar Purkinje cells. The 
Journal of Neuroscience, 25 (4), 950-961 (2005) 

Tanaka, S.C., Doya, K., Okada, G., Ueda, K., Okamoto, Y. 
& Yamawaki, S., Prediction of immediate and future 
rewards differentially recruits cortico-basal ganglia loops, 
Nature Neuroscience, 7(8), 887-893 (2004) 
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