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Logics of pattern formation that supports cell fate determination and functional
differentiation
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In this project, following three mechanisms were identified. First, in many
aspects of plant morphogenesis, small RNA molecules produced at a certain group of cells traffic to

the surrounding cells, and thereby act as positional cues to form precise cellular patterns. Second,
functions of the plant root cap were found to be implemented by a diverse cellular functions, such
as cell wall modification, programmed cell death, production of anti-pathogenic compounds, membrane
traffic, and lipid biosynthesis. Third, by using a newly established liverwort system,
ggolut}gngrily conserved master regulators for egg cell formation and sexual differentiation were
identified.
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