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Design of a new mechano-sensor
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Cells are able to sense mechanical forces. In this study, we focus on a
-catenin, which has been elucidated to function as a mechanosensor at adherens junctions of cells.
Together with other proteins that are expected to interact with a -catenin in a force-dependent
manner, we have analyzed the force-sensing actions of a -catenin and tried to create fusion proteins
that are able to show force-dependent luminescence. We have succeeded to show a relationship
between the force-sensing properties of a -catenin and conformational changes occurred in the
protein molecule under tension. We have also provided molecular basis for further analysis of the
force-sensing properties of other protein molecules.
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